1 ATGAGTGGCCTGGGCCGGAGCAGGCGAGGTGGCCGGAGCCGTGTGGACCAGGAGGAGCGC 6 0 

1MSGLGRSRRGGRSRVDQEER 20 

6 1 TTTCCACAGGGCCTGTGGACGGGGGTGGCTATGAGATCCTGCCCCGAAGAGCAGTACTGG 120 

21FPQGLWTGVAMRSCPEEQYW 40 

121 GATCCTCTGCTGGGTACCTGCATGTCCTGCAAAACCATTTGCAACCATCAGAGCCAGCGC 180 

41DPLLGTCMSCKTICNHQSQR 60 

181 ACCTGTGCAGCCTTCTGCAGGTCACTCAGCTGCCGCAAGGAGCMGGCMGTTCTATGAC 240 

61TCAAFCRSLSCRKEQGKFYD 80 

241 CATCTCCTGAGGGACTGCATCAGCTGTGCCTCCATCTGTGGACAGCACCCTMGCMTGT 300 

81HLLRDCISCASICGQHPKQC 100 

3 0 1 GCATACTTCTGTGAGAACAAGCTCAGGAGCCCAGTGAACCTTCCACCAGAGCTCAGGAGA 3 6 0 

101AYFCENKLRSPVNLPPELRR 120 

361 CAGCGGAGTGGAGAAGTTGAAAACAATTCAGACAACTCGGGAAGGTACCAAGGATTGGAG 420 

121QRSGEVENNSDNSGRYQGLE 140 

421 CACAGAGGCTCAGAAGCMGTCCAGCTCTCCCGGGGCTGAAGCTGAGTGCAGATCAGGTG 480 

141 HRGSEASPALPGLKLSADQV 160 

481 GCCCTGGTCTACAGCACGCTGGGGCTCTGCCTGTGTGCCGTCCTCTGCTGCTTCCTGGTG 540 

161 ALVYSTLGLCLCAVLCCFLV 180 

54 1 GCGGTGGCCTGCTTCCTCAAGAAGAGGGGGGATCCCTGCTCCTGCCAGCCCCGCTCMGG 600 

181 AVACFLKKRGDPCSCQPRSR 200 

601 CCCCGTCAAAGTCCGGCCAAGTCTTCCCAGGATCACGCGATGGAAGCCGGCAGCCCTGTG 660 

201 PRQSPAKSSQDHAMEAGSPV 220 

6 6 1 AGCACATCCCCCGAGCCAGTGGAGACCTGCAGCTTCTGCTTCCCTGAGTGCAGGGCGCCC 72 0 
221 STSPEPVETCSFCFPECRAP 240 

721 ACGCAGGAGAGCGCAGTCACGCCTGGGACCCCCGACCCCACTTGTGCTGGAAGGTGGGGG 7 8 0 

241 TQESAVTPGTPDPTCAGRWG 260 

7 8 1 TGCCACACCAGGACCACAGTCCTGCAGCCTTGCCCACACATCCCAGACAGTGGCCTTGGC 8 4 0 
261 CHTRTTVLQPCPHIPDSGLG 280 



841 ATTGTGTGTGTGCCTGCCCAGGAGGGGGGCCCAGGTGCATAA 882 
281 IVCVPAQEGGPGA* 294 



